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<160> 2 
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<210> 1 
<211> 202 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Ser Pro Ala Arg Leu Arg Pro Arg Leu His Phe Cys Leu Val Leu 
15 10 15 

Leu Leu Leu Leu Val Val Pro Ala Ala Trp Gly Cys Gly Pro Gly Arg 
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20 



25 



30 



Val Val Gly Ser Arg Arg Arg Pro Pro Arg Lys Leu Val Pro Leu Ala 
35 40 45 

Tyr Lys Gin Phe Ser Pro Asn Val Pro Glu Lys Thr Leu Gly Ala Ser 
50 55 60 

Gly Arg Tyr Glu Gly Lys lie Ala Arg Ser Ser Glu Arg Phe Lys Glu 
65 70 75 80 

Leu Thr Pro Asn Tyr Asn Pro Asp He He Phe Lys Asp Glu Glu Asn 

85 90 95 

Thr Gly Ala Asp Arg Leu Met Thr Gin Arg Cys Lys Asp Arg Leu Asn 
100 105 110 

Ser Leu Ala lie Ser Val Met Asn Gin Trp Pro Gly Val Lys Leu Arg 
115 120 125 

Val Thr Glu Gly Trp Asp Glu Asp Gly His His Ser Glu Glu Ser Leu 
130 135 140 

His Tyr Glu Gly Arg Ala Val Asp lie Thr Thr Ser Asp Arg Asp Arg 
145 150 155 160 



Asn Lys Tyr Gly Leu Leu Ala Arg Leu Ala Val Glu Ala Gly Phe Asp 
165 170 175 
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Trp Val Tyr Tyr Glu Ser Lys Ala His Val His Cys Ser Val Lys Ser 
180 185 190 

Glu His Ser Ala Ala Ala Lys Thr Gly Gly 
195 200 



<210> 2 

<211> 609 

<212> DNA 

<213> Homo sapiens 



<400> 2 

atgtctcccg cccggctccg 
gtggtgccgg cggcatgggg 
ccacgcaaac tcgtgccgct 
ctgggcgcca gcggacgcta 
ctcaccccca attacaatcc 
cgcctcatga cccagcgctg 
cagtggcccg gtgtgaagct 
gaggagtccc tgcattatga 
aataagtatg gactgctggc 
gagtcaaagg cccacgtgca 
ggcggctaa 



gccccgactg cacttctgcc 
ctgcgggccg ggtcgggtgg 
cgcctacaag cagttcagcc 
tgaaggcaag atcgctcgca 
agacatcatc ttcaaggacg 
caaggaccgc ctgaactcgc 
gcgggtgacc gagggctggg 
gggccgcgcg gtggacatca 
gcgcttggca gtggaggccg 
ttgctccgtc aagtccgagc 



tggtcctgtt gctgctgctg 60 
tgggcagccg ccggcgaccg 120 
ccaatgtgcc cgagaagacc 180 
gctccgagcg cttcaaggag 240 
aggagaacac aggcgccgac 300 
tggctatctc ggtgatgaac 360 
acgaggacgg ccaccactca 420 
ccacatcaga ccgcgaccgc 480 
gctttgactg ggtgtattac 540 
actcggccgc agccaagacg 600 

609 
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